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3 <110> APPLICANT: Nobuyuki YOSHIDA 

4 Yoshiki TANI 

5 Satoshi YONEHARA 

7 <120> TITLE OF INVENTION: FRUCTOSYLAMINE OXIDASE 
9 <130> FILE REFERENCE: 0020-5361PUS1 

11 <140> CURRENT APPLICATION NUMBER: US 10/528,992 

12 <141> CURRENT FILING DATE: 2005-03-24 

14 <150> PRIOR APPLICATION NUMBER: PCT/ JP03/11766 

15 <1S1> PRIOR FILING DATE: 2003-09-16 

17 <150> PRIOR APPLICATION NUMBER: JP 2002-277214 

18 <151> PRIOR FILING DATE: 2002-09-24 

20 <150> PRIOR APPLICATION NUMBER: JP 2002-309734 

21 <151> PRIOR FILING DATE: 2002-10-24 
23 <160> NUMBER OF SEQ ID NOS : 8 

25 <170> SOFTWARE: Patent In version 3.1 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 460 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Fusarium prolif eratum 

32 <400> SEQUENCE: 1 

33 aactcccaaa cccctgtgaa cataccaatt gttgcctcgg cggatcagcc cgctcccggt 60 
35 aaaacgggac ggcccgccag aggaccccta aactctgttt ctatatgtaa cttctgagta 120 
37 aaaccataaa taaatcaaaa ctttcaacaa cggatctctt ggttctggca tcgatgaaga 180 
39 acgcagcaaa atgcgataag taatgtgaat tgcagaattc agtgaatcat cgaatctttg 24 0 
41 aacgcacatt gcgcccgcca gtattctggc gggcatgcct gttcgagcgt catttcaacc 300 
43 ctcaagcccc cgggtttggt gttggggatc ggcgagccct tgcggcaagc cggccccgaa 360 
45 atctagtggc ggtctcgctg cagcttccat tgcgtagtag taaaaccctc gcaactggta 42 0 
47 cgcggcgcgg ccaagccgtt aaacccccaa cttctgaatg 460 

50 <210> SEQ ID NO: 2 

51 <211> LENGTH: 10 

52 <212> TYPE: PRT 

53 <213> ORGANISM: Fusarium prolif eratum 

55 <400> SEQUENCE: 2 

56 Ala Arg Thr Val Ala Pro Leu Asn Lys Asp 

57 1 5 10 

60 <210> SEQ ID NO: 3 

61 <211> LENGTH: 1422 

62 <212> TYPE: DNA 

63 <213> ORGANISM: Fusarium prolif eratum 

65 <220> FEATURE: 

66 <221> NAME/KEY: CDS 

67 <222> LOCATION: (1) . . (1419) 
69 <400> SEQUENCE: 3 
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302 


Met 


Ala 


Arg 


Thr 


Val 


Ala 


Pro 


Leu 


Asn 


Lys 


Asp 


Ser Gly 


He 


Leu 


He 




303 


1 








5 










10 










15 






305 


gtt 


ggt 


ggc 


gga 


act 


tgg 


gga 


tge 


tea 


act 


gcc 


etc 


cat 


etc 


gee 


egt 


96 


306 


Val 


Gly 


Gly 


Gly 


Thr 


Trp 


Gly 


Cys 


Ser 


Thr 


Ala 


Leu 


His 


Leu 


Ala 


Arg 




307 








20 










25 










30 








309 


egg 


ggt 


tac 


aec 


aac 


gtc 


act 


gtt 


etc 


gat 


gtc 


aat 


egc 


ate 


ccg 


tea 


144 


310 


Arg 


Gly 


Tyr 


Thr 


Asn 


Val 


Thr 


Val 


Leu 


Asp Val 


Asn 


Arg 


He 


Pro 


Ser 




311 






35 










40 










45 










313 


ccg 


ata 


tea 


gee 


ggg 


cat 


gat 


gta 


aac 


aaa 


ett 


tct 


aac 


aga 


eta 


ggc 


192 


314 


Pro 


He 


Ser 


Ala 


Gly 


His 


Asp 


Val 


Asn 


Lys 


Leu 


Ser 


Asn Arg 


Leu 


Gly 




315 




50 










55 










60 












317 


act 


tct 


gat 


agt 


aaa 


ggc 


gat 


gac 


gaa 


gac 


tea 


ate 


tgg 


aaa 


get 


ett 


240 


318 


Thr 


Ser 


Asp 


Ser 


Lys 


Gly 


Asp 


Asp 


Glu 


Asp 


Ser 


He 


Trp Lys Ala 


Leu 




319 


65 










70 










75 










80 




321 


acg 


tac 


gcc 


gca 


get 


caa 


gga 


tgg 


etc 


cat 


gat 


cec 


ate 


ttc 


caa 


cet 


288 


322 


Thr 


Tyr 


Ala 


Ala 


Ala 


Gin 


Gly 


Trp 


Leu 


His 


Asp 


Pro 


He 


Phe 


Gin 


Pro 




323 










85 










90 










95 






325 


ttc 


tge 


eac 


aat 


aca 


gga 


get 


gtc 


atg 


get 


ggc 


tea 


aea 


cea 


aaa 


tct 


336 


326 


Phe 


Cys 


His 


Asn 


Thr 


Gly 


Ala 


Val 


Met 


Ala Gly 


Ser 


Thr 


Pro 


Lys 


Ser 




327 








100 










105 










110 








329 


ate 


aag 


cag 


etg 


gta 


gaa 


gat 


gag 


ate 


ggt 


gac 


gac 


ate 


gac 


cag 


tat 


384 


330 


He 


Lys 


Gin 


Leu 


Val 


Glu 


Asp 


Glu 


He 


Gly Asp 


Asp 


He 


Asp 


Gin 


Tyr 




331 






115 










120 










125 










333 


aca 


cet 


etc 


aac 


aea 


gca 


gaa 


gat 


ttc 


aga 


agg 


act 


atg 


ccg 


gag 


egt 


432 


334 


Thr 


Pro 


Leu 


Asn 


Thr 


Ala 


Glu 


Asp 


Phe 


Arg Arg 


Thr 


Met 


Pro 


Glu 


Arg 




335 




130 










135 










140 












337 


att 


etg 


aea 


ggt 


gat 


ttt 


eta 


ggc 


tgg 


aag 


ggc 


ttt 


tac 


aag 


cec 


aga 


480 


338 


He 


Leu 


Thr 


Gly 


Asp 


Phe 


Leu 


Gly 


Trp 


Lys Gly 


Phe 


Tyr Lys 


Pro 


Arg 




339 


145 










150 










155 










160 




341 


ggt 


tea 


ggt 


tgg 


gtt 


cat 


gee 


aga 


aag 


get 


atg 


aaa 


get 


get 


ttt 


gaa 


528 


342 


Gly 


Ser 


Gly 


Trp 


Val 


His 


Ala 


Arg 


Lys 


Ala 


Met 


Lys Ala Ala 


Phe 


Glu 




343 










165 










170 










175 
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